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Post-Opera4ve	Endophthalmi4s	

•  Acute	intraocular	inflamma4on	
•  Develops	in	response	to	microorganisms	(e.g.	bacteria,	fungi)	
•  Following	cataract	surgery	or	intravitreal	injec4on	
•  Can	lead	to	rapid	permanent	loss	of	vision	



Vitrectomy	Surgery	

•  Removal	of	the	vitreous	body	
•  Replace	with	balanced	salt	solu4on	+	anCbioCcs	
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Sample	processing	
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QIAamp	DNA	Mini	Kit	(QIA)	
QIAamp	UCP	Pathogen	Mini	Kit	(UCP)	

QIA	kit	

UCP	kit	



Metagenomics	Analysis	
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2-step	process	



Metagenomics	Analysis	
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Remove	Ambiguous	DNA	Sequences	from	Reference	Genomes	



Metagenomics	Analysis	
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Summary	of	Results	
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Take-home	messages	

•  Ultra-clean	reagents/supplies	for	nucleic	acid	extracCon	
•  Range	of	negaCve	controls	
•  BioinformaCcs	workflow	with	filtering	steps:	

	i)	human	DNA,	ii)	ambiguous/contaminant	seq	in	reference	
	genomes,	iii)	environmental	sequences	(kit/lab)	

•  Curated	reference	databases	

hWps://figshare.com/s/2a0709b1f0c5e18754df	



bioRxiv	hWps://doi.org/10.1101/176529		
Figshare	See	links	in	manuscript	
DDBJ/ENA/GenBank	PRJEB21503	(WGS	assemblies,	WGS	reads,	Metagenomics	reads)	
Github	hWps://github.com/philDTU/endoPublicaCon		
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Thank	You!	





Lower	number	of	reads	for	UCP-extracted	control	samples	



Kit-specific	“fingerprints”	+	lab/staff-associated	microorganisms			


