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From Case Reports
to Analytical Performance and Clinical Utility
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— Putative Pathogens in 30% of Children with Pneumonia

of Previously Unknown Etiology
NP/OP Swabs (Viral Pathogens), RNAseq & Taxonomer

Positivity Rate
OR 95%Cl aOR 95% CI Patients (n=70) Controls (n=90)
HBoV 10.0 2.2-46 9.1 1.6-103*
Coxsackievirus 9.4 0.5-185 51 0.5-=
Measles virus 6.6 0.3-140 1.0 0.1-=
Polyomavirus 6.6 0.3-140 1.3 0.1-=
HRV-A 4.0 0.4-39 3.5 0.2-199
ADV 39 0.2-97 0.1 0.0-=
C. trachomatis 3.9 0.2-97 0.5 0.0-=
B-papillomavirus 3.9 0.2-97 1.4 0.0-=
HSV 39 0.2-97 40 0.1-=
Rotavirus 3.9 0.2-97 1.0 0.0-=
EBV 2.7 0.5-15 2.2 0.2-32
HPIV-4 2.6 0.2-29 9.3 04-741
HRV-C 26 0.2-29 29 0.2-174
Anellovirus 1.7 0.9-3.2 1.6 0.7-35
HHV6 1.3 0.5-3.5 1.0 0.3-3.3
Parvovirus B19 1.3 0.1-21 1.0 0.0-88
HHV7 0.8 0.3-2.5 1.2 0.3-44
Echovirus 0.4 0.02-11 0.9 0.0-35
CMV 04 0.04-41 0.5 0.0-84
HPeV 04 0.04-41 0.7 0.0-9.7
Cardiovirus 0.3 0.01-5.1 0.8 0.0-10.9
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Putting it Together
A First Validated Test



ARUP Laboratories
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Workflow
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Validated: End-to-End Workflow
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Validated: Virtual Specimens
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Diagnostic-Grade Sample-to-Report Metagenomics
Simplifying Workflows for Diagnostic Labs
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Validated Quality Control Parameters

A Run-Level B Sample-Level
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Normalization Improves Reproducibility



Diagnostic Yield
A First Application Study



Previously Missed Pathogens in ~40% of Children

Immunocompromised, Pneumonia, ICU
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Adding Additional Layers of Information

— Presence/Absence of pathogen

Quantification
Drug resistance

Epidemiologic typing

Host-based diagnostics



